Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; R factor = 0.038; wR factor = 0.103; data-to-parameter ratio = 14.5.
In the title compound, C 28 H 20 Cl 2 N 2 O 2 , the 2-chloroquinoline and 6-chloroquinoline ring systems are twisted slightly, making a dihedral angle of 4.05 (3) . The dihedral angle between the 2-quinoline ring system and the phenyl ring attached to it is 74.43 (5) . In the crystal structure, a pair of intermolecular C-HÁ Á ÁO hydrogen bonds connect the molecules, forming centrosymmetric dimers with R 2 2 (16) motifs. The dimers are further consolidated by a C-HÁ Á Á interaction and astacking interaction with a centroid-centroid distance of 3.6562 (10) Å .
Related literature
For related structures, see: Khan, Roopan, Hathwar & Akkurt (2010) ; Khan, Roopan, Kumar et al. (2010) ; Roopan & Khan (2009) . For the biological acivity of 2-quinolone derivatives, see: Ukita & Mizuno (1960) ; Jayashree et al. Table 1 Hydrogen-bond geometry (Å , ).
Cg4 is the centroid of the C14-C19 ring. Symmetry codes: (i) Àx; Ày þ 1; Àz; (ii) Àx; Ày þ 2; Àz.
Data collection: CrysAlis PRO CCD (Oxford Diffraction, 2009); cell refinement: CrysAlis PRO CCD; data reduction: CrysAlis PRO RED (Oxford Diffraction, 2009); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: WinGX (Farrugia, 1999) , PARST (Nardelli, 1983) In continuation of our previous work (Roopan et al., 2009; Khan, Roopan, Hathwar & Akkurt, 2010; Khan, Roopan, Kumar et al., 2010) , we here report the crystal and molecular structures of 1-{2-[(2-chloro-6-methylquinolin-3-yl)methoxy]-6-chloro-4-phenylquinolin-3-yl}ethanone, (I).
In the title molecule, geometric parameters are in the usual ranges (Fig. 1) . The 2-chloroquinoline (N1/C1-C9/Cl1) and 6-chloroquinoline (N2/C11-C19/Cl2) rings are approximately planar, with maximal deviations from their mean planes of -0.070 (1) and of -0.027 (1) Å for Cl1 and Cl2 atoms, respectively. The dihedral angle between these rings is 4.05 (3)°. The N2/C11-C19 quinoline ring makes dihedral angles of 74.43 (5) and 83.79 (11)° with the C20-C25 phenyl ring and the C26/C27/O2 acetaldehyde group, respectively.
In the crystal structure, intermolecular C-H···O hydrogen bonds link the pairs of molecules through an inversion center, forming a pseudo-dimer with an R 2 2 (16) ( Table 1 and Fig. 2; Bernstein et al., 1995) . C-H···π interactions (Table 1 ) and π-π stacking interactions between the quinoline rings [Cg1···Cg4(1 -x, 2 -y, -z) = 3.6562 (10) Å; Cg1 and Cg4 are the centroids of the N1/C1-C3/C8/C9 pyridine and C14-C19 benzene rings, respectively] may further stabilize the structure.
Experimental
To a solution of 1-(6-chloro-2-hydroxy-4-phenylquinolin-3-yl)ethanone (1 mmol) in DMSO (5 ml), 2-chloro-3-chloromethyl-6-methylquinoline (1 mmol) and Ag 2 SO 4 (10 mol %) were added and refluxed at 383 K. The reaction was completed with in 20 min. The reaction mixture was then filtered and the supernatant liquid was added drop wise in to the crushed ice.
The solution was neutralized with dilute HCl. The precipitate was filtered off and re-crystallized with ethanol. The clear solution was kept for a day and the resulting crystals were dried.
Refinement
All H atoms were positioned with idealized geometry (C-H = 0.93-0.97 Å) and were refined as riding, with U iso (H) = 1.2-1.5U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.33663 (7) 1.14088 (4) 0.22132 (4) 0.06059 (17) 
Hydrogen-bond geometry (Å, °)
Cg4 is the centroid of the C14-C19 ring. 
